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=. WHEREN
(PR 1 70

27k (Boehmeria nivea(L.)Gaud), #JFT 1 E, RNZREMKE N 2 F4
fEREREAEY), EAHEFONRAGRER. &5 Rk, RERZIEE.
PRAFSI P R R 2 E R . B2, RO FaEMEREE, RIS
TEWERRE G, S mmEr LR A, PRSI T 22 R 5T 5 U5 R 1 4 2 Fl
HEZGRIREE R 2R, S22+ 8 P RE . AT H i 2 ) 22 R AR
FE R EHE AR 1 S R E AR R R JFOKE SSR 1 SNP ARid. Xt
] S F o3RRS B2 U ] 1151 40 ot T2 R A A% 2 FEVEARIIEAL AT, SERRE A F
PRIRBIOCER T ARt B IR RA2 88, JFh o 528 IR R A0 437 A=)
BT TR U I E R R IR A

1. BETERERAGR: 26 7R LR EHESA R 1S HE—
gk o AR R A A, RIS R SRR A S — ok m P R AR R A R M GRA
%, 3R15 341.9 Mb R 7], TMF] 30237 A~ H RS K, BHAR 1 225K
(PIEA AL, AN SRR TE R T 112 432 JRRAZ o b o 8 YR AT T AL DT 2EL 000 )
P E 2 A SLAF bR2E, AN SRR . TR 7 PR ic AR R 42 4 24
SE 1 IS LA

2fBAT T PR RAR R SR IREAE B RY . DL PRI IR 4 R 81 1 22 (R A P4 IR R 2
fit, JT& SSR 73 Fhric, WIAH 1 1151 =2 BRd o1 ST 8% 2 A6 B S5
MR R ZR, M TR METy B AR 1 sk =2 R R s = BRI JR 4R 4H 58
AR B B I T B A SR R I IR R o A R T B IR A
FIFHFR B 7 ), R T 2 2 R B R GG A S A0 T YA () s} 25 )

3R EE LG MR AN BT R RBE R 2R DI RRIE R 4[5 B ot
fithy B UK sl s P HORE 7R 12 R SR I8 1 miRNA 23R AR E &
FOHFENLER, BT e N AR A T miRNA 575000 380 % B (O #E3E R, IEsE T H:
BEFEDR 32 200 B miRNA AT IR R AR AR 8 722 RE
Fo MR 5 2 e I SSR B SNP,  FF 424 FR1FAH S i ek B [

ARTHRE K QAR RS FIE . P ERRE RO TR WA
HAARI R ST H %), BREEmad 1 4. b A 8 £, 5 MAERIEY
NICR — X3, RFILL M4 (Reviews in Aquaculture) A1 (Advances in
Nutrition) Z57% E A 1151 69 Ik, FHrh SCI 5] 48 k. AT H KRIIFEFAD
ZAENE NI Z T SRR A, H TR RIZE: A A5l
ik 3de 38 R Je FL OGB4y Fhmic, BO I T2 T8 R, Bk, AIH N KT
VRO T B R R T H S SRR, R IR R R R AT R 41
AR BAE AN HME. FIN, ATH SIS R 2 2 1 B N A EAT

L E .
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B BRVRH

1. WICHIABA. 51 ABRALFREAT

(D) FIABM: 8RR ICR —~Xib 54, X 15, RERIH b
(Plant Journal) 1 {BMC Genomics) 554 E A 1145l 60 &k, ZRARIMERZ
[FAT ) 2 Rk

(2) XEF|HBAL: Mol B —AEHRALFEFERT R KT, B R &
IE NN et e e R (I N NI i 2 R A7 N N G 1 S R ) B /NS IR G2
B R o EARN R 2 B R R FC AT o B RO A2 Bk
WHEHT EEE R D PRI B 8RS RS
JUAREFE R MRS IRV R T SR I RSy K245

(3) EES[HMAT: ATUH Fro AL AR 517 L A E arkl: 330
F ALK (The Plant Journal) (JCR —[X, IF: 6.417). {Scientific Reports) (JCR
—[X, IF: 4.379). (Industrial Crops & Products) (JCR —[X,. IF: 4.244). (BMC
Genomics) (JCR —[X, IF: 3.501). {Frontiers in Genetics) (JCR —[X ,1F: 3.258).
{BMC Plant Biology) (JCR —[X, IF: 3.93). {(Genes) (JCR—[X, IF: 3.331)
M E AR 55
2. 5| ARSI

@© RFEE 1 BREVK, HERNAFTINEASE I Z R, e
H AV RS R b B AR NP R Bt R BT 78 B X1 Sk B &5 2734 72 (Frontiers in
Genetics) (fih5]1#3C 1, \IF: 3.258). (Scientific Reports) (fh5]i&C 2, IF: 4.011)
SaE 5T 119k, ESCRI: “Following the publication of genomic data of
ramie, promoter sequences of ramie can be obtained directly by designing PCR
primers based-on desired genome sequences.” f1“To genotype the population, the
clean reads from the transcriptome of 111 F2 families and two parents were
aligned into the ramie genome (NCBI accession no: PHNS00000000)”.

@ ZERFERIX KR PZLE (Industrial Crops & Products) (it 51632 3, IF:
4.244) LRBRWEGRWI, uoHE TAREE 1 BBFFRCR, N RRIE 21
IR 2L R Thae w7 25 1 224, JRSCRP: “The genome of B. nivea has been
sequenced recently, which helps us to study the function and regulation of atp9
gene during reproductive growth period.”.

® # W K % K Qingzhong Peng 7£ { BIOTECHNOLOGY &
BIOTECHNOLOGICAL EQUIPMENT) (fil.5]1&3C 4, IF:1.097) FAFRRIRI,
o HEMINA] TAGERAE 2 BIBTFREE R, NI 78 IR A B 2 R 4T 4 ™ AR
FEAL ORI T ARG B B M B0E 7 IR SEAl, JROCHT: “A recent
genome-wide study also identified 16 loci associated with fibre yield-related
traits, based on these SSRs. The identification of these QTLs provides an
essential basis for the genetic improvement of fibre yield traits through



marker-assisted selection in ramie.”

@ 7 AR M 2L Bl FL 4 K 22 14 Alireza Etminan 7€ (Industrial Crops &
Products) &R (513 5, IF: 4.191), AR AIHE & TIRELE 3
HORITFELE AR, WA D2 JRR A Jo B 5URE A B0 388 A% 20 R AP v R U G v O ) S5 o i A
A5, JRCHJ: “The higher genetic diversity in this population might be
attributed to the frequency of allelic variation of this population being affected
by different climatic conditions.”

® AL K E R E Y (Guoxian Cui) #H(#Z#E (Genetic Resources and
Crop Evolution) (i3 6, IF: 1.071) ERIBFFESIH TACERLE 3 IR 5T 4
YA [ 22 R o A ] A7 R 2 R A B AT S 3 22 R 1 20 TR g, B SCED : “To date,
ramie germplasm resources related research has been relatively comprehensive.The
genetic diversity of 1151 ramie germplasm resources by using simple sequence repeat
(SSR) markers and phenotypic markers. They found that the domestic (China) and
foreign (other regions) germplasm resources exist marked difference.” .

® PR F K Claudio Brondani #F ( Pesquisa Agropecudia
Brasileira) (51183 7, IF: 4.190) KREMWLE, INFFHHE TARE 4 MR
S5O, INJPTERAS )2 JBR 70 PR 35 SR DR\ SNP - WJ DA Dy i [R] T e adt ) fik o o7
&, JASCEI: “The SNPs located in genes are candidates to be explored by genetic
engineering.” .

@ WEREH K241 Zhang Zhong Yi ##% 1t (Scientific Reports) &K 13 &

i N 5132 8, 1F:4.379), NFIATEE 7ARSE 5 ARIHARE R, N ymiiE
F7 e 47 907 BRAE A2 W 38 A0 OC 5 R BORT miRNA 15347 ) TR, JRSCED:
“High-throughput RNA sequencing (RNA-seq) technology is a powerful tool that
allows concomitant sequencing of millions of SRNAs from a single tissue.”; 3 H.
WA R r e S AR B A B miIRNA AT 5 HEER R S5 5, S5 REmardE, |
CE: “Plant miRNAs function mainly as post-transcriptional gene regulatory
molecules, mediating Mrna degradation by interacting with their
complementary targets.”; [A, Zhang Zhong Yi Zi%i&IN N, HAE (Scientific
Reports) &R W3 545 R EARAE 5 B 45 R AH—2, JHOCHD: “The results of
the present study revealed a range of sRNAs, of length 18-30 nt in length,
containing substantially more of 24 nt SRNAs than of 21 nt, similar to the Srna
size distribution of SRNAs in several plant species, including A. thaliana, broccoli
and ramie.”

R AR ROR 27 5 ST QB AE B N TR SOOI (R ) KR (2
LRBAEV R A 7 5 R RS RE) Lk &5l 7 AEE 5 4
B INRZSCHITF R R 22 miRNA A2 E & B RMHEm R R 22 RRIEEY)
R IZIF AR ABAZHIRE, 70 HE T IZRRET R ettt .
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